Supplemental Table 3. Peptides identified and quantified after Pervanadate treatment. Supplemental to Boersemaet al. MCP 2009

1Pl acc nr. Protein name Gene Peptide observed m/z* _charge* Mascotscore* PTMscore*  Sitel  Site2 | log2ratiol/L  stdev | log2ratio H/L _stdev
1PI00016932  Isoform 1 of Phosphatidylinositol-3,4,5-trisphosphate 5-phosp SHIP-2 NSFNNPADYpYVLEGVPHQLLPPEPPSPAR 11005297 3 51 14817 Y986 Y87 -0.40 097 -
1PI00008530 605 acidic ribosomal protein PO RPLPO 11QLLDDYPK 6813815 2 7 1463 Y24 031 061 -
1PI00000352  Isoform 1 of Dual specificity tyrosine-phosphorylation-regulate DYRK1B IYQpYIQsR 593.8055 2 36 10182 Y273 011 004 -
1PI00291175  Isoform 1 of Vinculin et SFLDSGPYR 530.7479 2 32 118.26 822 -0.10 -0.46 -
1PI00396485  Elongation factor 1-alpha 1 EEF1AL EHALLADYTLGVK 733.9333 2 65 19111 Y141 003 -0.10 -
1PI00026689  Cell division control protein 2 ez IEKIGEGTPYGVVYK 8725182 2 a4 11217 v1s 008 007 016 013
1PI00028570  Isoform 1 of Glycogen synthase kinase-3 beta Gsk3B QLVRGEPNVSPYICSR 629.3047 3 29 12037 Y216 013 002 075 013
IPI00654623  CDNA FLI13732 fis, clone PLACE3000145, moderately similar t TNS3 KLSLGQPYDNDAGGQLPFSK 742.7443 3 51 93.94 Y540 021 025 -
1PI00023503  Cell division protein kinase 3 coK3 VEKIGEGTpYGVVYK 573324 3 62 74.81 a3 022 049 -
1PI00026689  Cell division control protein 2 ez IGEGPTPYGVVYK 709.3524 2 36 12292 T4 v15 034 004 057 007
1PI00013721  Serine/threonine-protein kinase PRP4 homolog PRPFAB LCDFGSASHVADNDITPPYLVSR 1275.0873 2 53 109.03 Y849 037 009 041 0.09
1PI00012885  Isoform 1 of Focal adhesion kinase 1 PTK2 YMEDSTpYYKASK 563.9527 3 31 45.48 Y576 038 051 -
1PI00008438 405 ribosomal protein$10 RPS10 IAIpYELLFK 627.3725 2 61 12613 v12 049 077 -
IPI00013981  Proto-oncogene tyrosine-protein kinase Yes src LIEDNEPYTAR 670.3197 2 31 4677 Y426 055 115 -
1PI00166578  homolog of rat pragma of Rnd2 PRAGMIN  EATQPEPIpYAESTKR 928.4448 2 60 13626 Y411 073 003 128 013
1PI00418471  Vimentin vim SLpYASSPGGVYATR 772.879% 2 52 14155 vs3 099 145 -
1PI00021267  Ephrin type-A receptor 2 precursor EPHA2 VLEDDPEATPYTTSGGKIPIR 769.397 3 40 86.23 Y772 152 237 -
1PI00220030  Isoform Alpha of Paxillin PXN VGEEEHVDYSFPNK 839.9009 2 59 15097 Y118 167 009 264 019
1PI00301561  Thyroid receptor-interacting protein 6 TRIPG QApYEPPPPPAYR 751.3668 2 a2 94.59 Y123 171 261 -
1PI00045423  Isoform 7 of Partitioning-defective 3 homolog PARD3 QApYEPPPPPAYR 751.3668 2 a2 94.59 Y489 171 227 -
IPI00011998  Breast cancer anti-estrogen resistance 1 BCARL HLLAPGPQDIpYDVPPVR 1000.0223 2 87 121.98 Y249 182 004 235 013
1PI00465248  Isoform alpha-enolase of Alpha-enolase ENO1 AAVPSGASTGIpYEALELR 960.9962 2 119 163.84 vaa 187 271 -
IPI00011998  Breast cancer anti-estrogen resistance 1 BCARL GLLPSQYGQEVpYDTPPMAVK 787.7381 3 37 130 Y267 194 293 -
IPI00011998  Breast cancer anti-estrogen resistance 1 BCARL DVPDGPLLREETPYDVPPAFAK 825.0874 3 33 80.08 Y345 199 3.00 -
1PI00176903  Isoform 1 of Polymerase | and transcript release factor PTRF SFTPDHVVPYAR 704.3464 2 39 1835 Y308 202 254 -
IPI00011998  Breast cancer anti-estrogen resistance 1 BCARL GPNGRDPLLEVPYDVPPSVEK 778.416 3 29 7182 Y287 209 311 -
1PI00024107  Isoform 1 of Alpha-synuclein SNCA EGVLPYVGSK 552.3203 2 37 7216 39 213 331 -
1PIO0002804  Serine/threonine-protein kinase N2 PKN2 SQSEYKPDTPQSGLEPYSGIQELEDR 1003.4846 3 74 15083 Y635 214 339 -
IPI00011676  Neural Wiskott-Aldrich syndrome protein WASL ETSKVIpYDFIEK 824.4554 2 34 127.99 Y256 227 013 285 038
1PI00334715  Isoform 1 of Glucocorticoid receptor DNA-binding factor 1 GRLFL NEEENIpYSVPHDSTQGK 1045.9812 2 57 17439 Y1105 247 010 3.40 0.01
1PI00220030  Isoform Alpha of Paxillin PXN FIHQQPQSSSPVPYGSSAK 10465223 2 63 99.69 88 255 3.55 -
1PI00438286  Isoform 1 of Protein LAP2 ERBB2IP SATLLPYDQPLQVFTGSSSSSDLISGTK 982.8336 3 89 14817 Y920 257 308 -
IPIO0011998  Breast cancer anti-estrogen resistance 1 BCARL AQQGLPYQVPGPSPQFQSPPAK 793.0888 3 35 128.58 Y128 258 365 -
1PI00306959  Keratin, type Il cytoskeletal 7 KRT7 LSSARPGGLGSSSLPYGLGASRPR 591.3151 4 28 58.73 Y40 260 002 3.59 008
1PI00217563  Isoform Beta-14 of Integrin beta-1 precursor 1TGB1 SAVTTVVNPKpYEGK 561.0023 3 31 13044 Y795 276 353 -
IPI00011998  Breast cancer anti-estrogen resistance 1 BCARL VLPPEVADGGVVDSGVpYAVPPPAER 652337 a 31 3778 Y428 279 046 420 0.40
1PI00217223  PAICS Multifunctional protein ADE2 PAICS EVPYELLDSPGK 7013776 2 a7 138.18 vag 290 383 -
1PI00215965  Isoform A1-B of Heterogeneous nuclear ribonucleoprotein A1 HNRNPAL ~ SSGPYGGGGQpYFAKPR 594303 3 6 7329 Y347 290 312 -
1PI00216969  Isoform IA of Proto-oncogene tyrosine-protein kinase ABLL ~ ABLL LMTGDTpYTAHAGAK 532.9235 3 a2 10039 Y393 291 387 -
1PI00296992 XL receptor tyrosine kinase isoform 1 AXL KIYNGDpYYR 6723517 2 2 4185 Y702 3.05 4.00 -
1PI00737545  Tyrosine-protein kinase Sgk269 5GK269 FNSYNNAGMPPFPIIIHDEPTRYAR 966.1256 3 60 159.01 Y616 308 429 -
1PI00021076  Isoform Long of Plakophilin-4 PKPa NNYALNTTATDYAEPYRPIQYR 879.0951 3 50 81.42 Y478 308 455 -
1PI00291802  Isoform 3 of LIM domain only protein 7 LMo7 SWASPVpYTEADGTFSR 945.4285 2 35 13678 Y348 311 4.02 -
1PI00023605  Isoform 1 of Cdcd2 effector protein 1 CDCA42EPL  NAISLPQLNQAAPYDSLWWGK 749.0743 3 33 99.63 Y130 318 492 -
1PI00329672  Myosin-le MYO1E GVpYQYHWQSHNVK 899.4562 2 62 19111 7 325 463 -
1PI00306959  Keratin, type Il cytoskeletal 7 KRT7 LSSARPGGLGPSSSLPYGLGASRPR 814.741 3 38 24.06 36 Y40 330 437 -
IPIO0016670  UPFO404 protein  Cliorfs9 Cllorfs9  ALNGAEPNPYHSLPSAR 604.9641 3 40 95.76 Y40 341 468 -
1PI00028931  Desmoglein-2 precursor DSG2 VLAPASTLQSSpYQIPTENSMTAR 866.4278 3 39 58.73 Y1061 345 482 -
1PI00334627  Uncharacterized protein ENSPO0000368744 ANXA2P2  LSLEGDHSTPPSAPYGSVK 999.0154 2 3 9836 Y24 347 446 -
1PIO0006034  Cysteine-rich protein 2 CRIP2 GVNIGGAGSYIpYEKPLAEGPQVTGPIEVPAAR 1118.9259 3 93 160.27 77 363 027 521 004
1PI00013272  Isoform 1 of Golgin subfamily A member 4 GOLGA4 NVpYATTVGTPYK 729.3789 2 P 10039 Y2148 367 471 -
1PI00216219  Isoform Long of Tight junction protein Z0-1 PL DLEQPTYRpYESSSYTDQFSR 863.3846 3 40 99.69 Y1061 3.74 520 -
1PI00026889  Isoform DABSSS of Disabled homolog 1 DAB1 EGVpYDVPK 529.7906 2 33 672 Y232 376 453 -
1PI00168459  Isoform 2 of Pleckstrin homology-like domain family B membe PHLDB2 EGLPYLSDTLPR 690.3528 2 51 12636 Y851 380 492 -
1PI00015287  Isoform 1 of Docking protein 1 DOK1 SHNSALpYSQUQK 753.3828 2 55 6731 Y49 383 452 -
1PI00018274  Isoform 1 of Epidermal growth factor receptor precursor  EGFR GSHQISLDNPDPYQQDFFPK 796.7209 3 38 1498  vu72 386 380 -
1PI00297263  Isoform 1 of Protein HEG homolog 1 precursor HEG1 NGLYPADYTGLPGSR 7913961 2 2 11947 V1350 389 518 -
Pituitary gene 1 protei ing prote PTTGLIP YGLFKEENPPYAR 81591 2 32 14632 Y174 3.90 490 -
IPI00029601 St substrate cortactin cTiN GPVSGTEPEPVDYSMEAADYR 1144.0049 2 67 149.82 Y446 382 068 516 068
1PIO0008868  Microtubule-associated protein 18 MAP1B TPDTSTYCPYETAEK 909.4117 2 60 48.06 Y2042 404 465 -
1PI00023343  Disks large homolog 3 DLG3 RDNEVDGQDpYHFVVSR 684.6513 3 a5 13117 Y673 4.08 522 -
1PI00292056 i itol-4-phosphate 3-kinase C2 d PIK3C28 LLGSVDPYDGINDAITR 919.4586 2 113 19531 Y228 416 532 -
1PI00022462  Transferrin receptor protein 1 TFRC SAFSNLFGGEPLSPYTR 931.4466 2 81 177.52 20 423 518 -
1PI00152019  PTPN18 protein PTPN18 SAEEAPLDYSKVTPR 564.6334 3 35 13626 Y280 425 491 -
1PI00016932  Isoform 1 of Phosphatidylinositol-3,4,5-trisphosphate 5-phosp SHIP-2 NSFNNPADYYVLEGVPHQLLPPEPPSPAR 1073.8732 3 a4 111.98 Y986 426 5.75 -
1PI00464978  Insulin receptor substrate 2 insertion mutant (Fragment) RS2 VAYHPYPEDPYGDIEIGSHR 7786923 3 a7 117.97 Y634 429 5.95 -
IPI00029601 St substrate cortactin TN TQTPPVSPAPQPTEERLPSSPVPYEDAASFK 1124.2292 3 61 14055 Y421 420 082 511 132
1PI00012391  Isoform Long of Adenomatous polyposis coli protein APC TLIPYQMAPAVSK 7414 2 53 15819 Y2645 436 476 -
IPI00S55978  NCK interacting protein with SH3 domain isoform 2 NCKIPSD QHpSLPSSEHLGADGGLPYQIPPQPR 927.4385 3 59 3978 s147 Y161 4.40 5.83 -
1PI00000728  Isoform 1 of Ubiquitin carboxyl-terminal hydrolase 15 UsP15 NSNpYCLPSYTAYK 862.8964 2 52 13626 Y263 442 5.72 -
1PI00328218  Isoform 2 of Lipolysis-stimulated lipoprotein receptor LSR AATSGVPPSIVAPSTPYAHLSPAK 807.741 3 36 80.08 s284 Y291 442 536 -
1PI00023191  Target of myb1 Tom1 EVKpYEAPQATDGLAGALDAR 740.3772 3 6 67.05 Y386 3.74 215 492 216
1PI00455851  KIAA1688 protein KIAAL688  FLSLEPYSPAGK 682.3782 2 54 105.56 Y387 449 550 -
1PI00401759 early estrogen-induced gene 1 protein isoform b FAMI02A  VSSGVPYEPVVIESH 809.4003 2 7 14453 Y234 451 557 -
1PI00014454  Isoform RIN1 of Ras and Rab interactor 1 RIN1 EKPAQDPLPYDVPNASGGOAGGPQRPGR 972.162 3 77 11973 36 452 5.75 -
1PI00021326  SHC (Src homology 2 domain containing) transforming protein SHC1 ELFDDPSPYVNVQNLDKAR 1138.082 2 7 16633 Y428 456 027 5.58 046
1PI00216219  Isoform Long of Tight junction protein Z0-1 PL SNHYDPEEDEEDYYRK 709.3162 3 2 50.46 Y1354 460 539 -
1PI00045423  Isoform 7 of Partitioning-defective 3 homolog PARD3 RIpSHSLPYSGIEGLDESPSR 767.0234 3 39 62.95 5702 Y706 461 5.79 -
1PI00003479  Mitogen-activated protein kinase 1 Erk1 VADPDHDHTGFLTEpYVATR 754.0196 3 a 83.47 Y187 461 010 5.76 022
1PI00329672  Myosin-le MYO1E SLDYTSMARPPLPR 810.9211 2 27 83.47 Y990 462 538 -
1PI00102752  Isoform 1 of Putative RNA-binding protein 15 RBM1S ERDYPFDYER 464.212 3 34 98.15 Y336 478 626 -
1PI00431025  Isoform 1 of Abl interactor 1 ABIL NTPYKpTLEPVKPPTVPNDpYMTSPAR 772.8869 4 29 70.19 200 215 482 6.05 -
1PI00031068  Isoform 1 of GRB2-associated-binding protein 1 GABL DASSQDCPYDIPR 771.819 2 a5 43.04 Y406 483 6.01 -
1PI00023704  Lipoma-preferred partner Lpp GGMDPYAYIPPPGLOPEPGYGYAPNQGR 999.7924 3 30 75.08 Y273 485 644 -
1PI00168459  Isoform 2 of Pleckstrin homology-like domain family B membe PHLDB2 ASSESSPYLSILPK 763.4033 2 49 12216 Y567 497 596 -
1PI00182469  Isoform 1AB of Catenin delta-1 CTNNDL LNGPQDHSHLLpYSTIPR 10325286 2 39 83.47 Y96 5.01 597 -
1PI00296992 XL receptor tyrosine kinase isoform 1 AXL IYNGDPYpYRQGR 534.2204 3 32 48.48 Y702 Y703 5.06 6.40 -
1PI00026952  Plakophilin-3 PKP3 GGVGSRADpYDTLSLR 561.6147 3 30 482 Y176 511 6.22 -
IPI00654623  CDNA FLI13732 fis, clone PLACE3000145, moderately similar t TNS3 QQQMVVAHQPYSFAPDGEAR 765.3529 3 37 7329 Y361 515 6.45 -
1PI00003843 Isoform A1 of Tight junction protein Z0-2 P2 TFLRPSPEDEAIPYGPNTK 727.0339 3 40 12037 Y506 526 5.98 -
1PI00446294  Isoform 1 of TOM1-like protein 2 Tom1L2 KTVTpYEDPQAVGGLASALDNRK 841.1394 3 6 19.67 Y404 486 1.46 5.83 110
IPI00029601 St substrate cortactin cTN AKTQTPPVSPAPQPTEERLPSPSPVPYEDAASFK 921.2125 4 63 10132 s418 Y421 473 224 5.68 265
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Uncharacterized protein KIAA1217 KIAA1217

Myosin-le MYO1E
Isoform 1 of Protein wibg homolog WiBG
Proto-oncogene tyrosine-protein kinase FER FER
Isoform Long of Glucose-6-phosphate 1-dehydrogenase G6PD
Serine/threonine-protein kinase MRCK beta CDC428PB
Isoform 1 of ADAM 9 precursor ADAMY
Isoform 1 of Signal transducing adapter molecule 2 STAM2
Mitogen-activated protein kinase 3 MAPK3
Isoform 1AB of Catenin delta-1 CTNNDL
Lipoma-preferred partner Lpp
Isoform 1 of Protein CDV3 homolog cov3
Plakophilin-3 PKP3
Isoform 1 of Protein CDV3 homolog cov3
Caskin-2 CASKIN2
Isoform 1 of Protein 4.1 £PBA1
Isoform 1 of Palmdelphin PALMD
Isoform 1 of Autophagy-related protein 3 ATG3

Isoform 1 of Phosphatidylinositol-3,4,5-trisphosphate 5-phosp SHIP-2

Microtubule-associated protein 18 MAP1B
1 4, 2PLCGL
Isoform 7 of Serine/threonine-protein kinase MARK2 MARK2
Septin-2 SEPT2
Isoform 1AB of Catenin delta-1 CTNNDL
Isoform 7 of Partitioning-defective 3 homolog PARD3
FLNB Isoform 1 of Filamin-8 FLNB

Isoform 1 of Phosphatidylinositol-3,4,5-trisphosphate 5-phosp SHIP-2

E3 ubiquitin-protein ligase CBL cBL

Rho guanine nucleotide exchange factor (GEF) 10-like isoform ARHGEF10L
Isoform 1 of PDZ and LIM domain protein 7 PDLIM7
Isoform 1 of Disabled homolog 2 DAB2
Uncharacterized protein C90rf78 C90rf78
Calmodulin CALM1
Isoform 1 of Coiled-coil domain-containing protein 50 ccoeso
Plakophilin-3 PKP3,
Tyrosine-protein kinase Sgk269 5GK269

NEGFpYADPYLYHEGR
NQpYVPYPHAPGSQR
EGYVPQEEVPVPYENKYVK
QEDGGVpYSSSGLK
VGFQYEGTpYK
NKPpYISWPSSGGSEPSVTVPLR
VSSQGNLIPARPAPAPPLPYSSLT
LVNEAPVpYSVYSK
IADPEHDHTGFLTEpYVATR
SLDNNpYSTPNER
YYEGYpYAAGPGYGGR
LQLDNQpYAVLENQK

LGPGGLDDRYpSLVSEQLEPAATSTpYR

KTPQGPPEIPYSDTQFPSLQSTAK
TPQPPAEEPPHPLTPYSQLPR
ERLDGENIpYIR
SPTEYHEPVPYANPFYRPTTPQR
ALEVAEPYLTPVLKESK
GLPSDpYGRPLSFPPPR
ESSPLPYSPTFSDSTSAVKEK
IGTAEPDpYGALYEGR
DQQNLPpYGVTPASPSGHSQGR

QQPTQFINPETPGPYVGFANLPNQVHR

HYEDGYPGGSDNpPYGSLSR
EGHMMDALpYAQVK
SSTETCpYSAIPK
TLSEVDPYAPAGPAR
IKPSSSANAIPYSLAARPLPVPK
NLLPYEDAHR
ASAPAADPPRpYTFAPSVSLNK
KGEQTSSGTLSAFASPYFNSK
NAEDCLPYELPENIR
VFDKDGNGPYISAAELR
AYADSPYYYEDGGMKPR
GQPYHTLOAGFSSR
STSSPPYHAGNLLOR
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1226.6543
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763.3391
880.379
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899.4697
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498.589
922.7733
660.0662
624.6582
783.4136
864.406
771.3666
1023.5104
1045.4368
834.8815
748.3692
781.8848
819.4853
416.2047
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953.9984
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784.3746
823.9081
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130.07
56.67
155.24
1029
130.07
84.91
104.54
93.62
102.85
142.76
226.63
18251
84.91
163.84
16139
7935
116.07
78.04
127.75
163.49
149.82
1263
247.68
114.22
136.26
53.09
186.24
83.62
35.44
109.94
5421
155.9
195.31
12037
89.76
119.47

¥393
Y972
Y45
Y714
Y553
¥1638
Y815
¥371
¥204
Y898
Y301
Y244
5196
Y190
384
Y660
¥262
Y18
Y1162
Y1796
Y771
Y526
Y17
v228
Y1044
Y2502
Y1135
Y674
v152
Y104
685
v147
Y100
V144
Y84
Y880

v210

5.50
551
5.59
5.60
5.61
5.67
5.69
573
578
5.98
6.02
6.29
634
577
637
6.29
6.47
6.53
6.55
6.59
6.87
7.43
7.52
7.49
7.58
7.60
7.61
7.84
7.93
7.96
7.97
8.40
8.17
9.07
11.10
14.58

381
12.30

6.83
6.78
6.63
6.38
6.61
6.89
7.15
7.02
6.93
6.78
735
7.67
7.85
7.09
7.50
7.46
7.88
7.60
7.91
7.41
8.11
877
9.43
8.29
8.67
838
8.13
8.99
9.01
9.06
9.05
10.01
935
9.83
12.40
15.60

370
1255

* Some peptides have been identified several times and sometimes with different stable isotope dimethyl labels and/or different states of methionine oxidation. The Mascot and PTM score mentioned in this table are the highest score for the peptide,

while the mentioned m/z and charge state are those for the peptide precusor that obtained the highest Mascot score



